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Introduction: Staphylococcus aureus is a Gram Gram Positive bacteria, that is found
in many healthy carrier, is a microorganism that represents a health problem because
of its capacity to cause community infections, and nosocomial infections, furthermore
it's resistant to treatments, able to colonize and invade its hostage’s cells because of
its fisiopatology(1). At present Methicillin-resistant Staphylococcus aureus (MRSA) is
troublesome because of its multiple antibiotic resistance.

The objective of this investigation is the genetic characterization of MRSA strains in
children who come to a pediatric hospital.

Materials and methods: experimental descriptive longitudinal study, with nose and
throat sampling from pediatric patients in age from 0 to 6 years who came to the
emergency and outpatient clinics form the Hospital Pediatrico de Iztapalapa. A
microbiological identification was done by biochemical tests and an antibiogram was
done, and molecular identification, subsequently, DNA was extracted through
Extraction’s Wizard Genomic DNA purification Kit (Promega). The 16S rRNA gene
was amplified.

Results: A nasal and pharyngeal sampling was done to 300 children between 2023
agust to 2024 December, 138 were female patients and 162 male patients, which most
of them were there for medical attention because no infectious causes, above all
orthopedics and well child check. It was found that 153 children were carriers of S.
aureus (51%), 52 were nasal carriers, 46 pharyngeal carriers and 55 both. 208 strains
were isolated. It was confirmed through gen16s RNAr’'s secuntiation that the samples
is s. aureus. The strains show an antibiotic resistance at 100% to an antibiotic at least
(penicillin), 18 strains show multidrug resistance (4 or more antibiotics) 13 strains were
MRSA.

Conclusion: This study found a higher percentage of carriers than reported in various
current epidemiological studies. All strains were resistant to one antibiotic, with a high
number of multidrug-resistant strains, and the presence of MRSA strains
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