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Gut parasitosis in children has been associated with modifications in intestinal
bacterioma, as well as an imbalance that can affect metabolic and immune
processes during their growth. However, the alterations caused by these
organisms go beyond the parasite-bacterial interaction in the gastrointestinal
environment. It has been revealed that even children without parasitic infections
but exposed to parasitized individuals exhibit a different bacterial profile. In
addition, it has been pointed out that the health status of mothers affects the
structure of the gut bacterioma of their children. Therefore, this study aimed to
analyze the gut bacterioma of children born vaginally to women with and without
gut parasitosis. To this end, a descriptive longitudinal study was conducted where
intestinal bacterioma was characterized by analysis of the 16S gene. The alpha
and beta diversity of women in the third trimester of pregnancy, as well as of
children born during the first and sixth months of postnatal life, were compared.
Our findings show that women with gut parasitosis had a more diverse gut
bacterioma than women free of parasites. In addition, a greater abundance of
Streptococcus and Prevotella was observed in this group. In the case of children,
there was a tendency for children exposed to parasites to have greater bacterial
diversity than controls. During the sixth month, the genus Bifidobacterium was
less abundant in these children. We conclude that gut parasitosis during
pregnancy alters the structure of gut bacterioma, and these modifications could
persist and influence the bacterial composition of their children.



