USE OF BLF1 FOR THE DETECTION OF MELIOIDOSIS

Jaffa B. Colin Portillo*, Georgina Meza Radilla?, Jose A. Hernandez-Martinez?,

Paulina Estrada-de los Santos? & J. Antonio Ibarra*

'L aboratorio de Genética Microbiana and *Laboratorio de Biotecnologia Microbiana, Departamento
de Microbiologia, Escuela Nacional de Ciencias Bioldgicas, Instituto Politécnico Nacional. Prol.
Carpio y Plan de Ayala S/N, Col. Santo Tomas 11340, México City, México

E-mail: jaffacolinportillo@gmail.com

Melioidosis is an infectious disease caused by Burkholderia pseudomallei. 1t has
been estimated that there are 165,000 cases of melioidosis worldwide, with 89,000
fatal cases. In Mexico, 550 cases have been predicted, with 514 resulting in deadly
cases. However, these numbers are underdiagnosed in Mexico.

The diagnosis of melioidosis is complicated because it resembles other diseases,
such as tuberculosis and bacterial pneumonia. Melioidosis is typically detected by
isolating B. pseudomallei from the patient, but this can take several days,
compromising the patient’s life. Other technologies have been developed, including
RT-PCR and immune-detection (either ELISA or Western blot). Nevertheless, these
methodologies may have variable sensitivities depending on multiple factors.
Noteworthy to mention is that in Mexico, only RT-PCR is applied, but only in limited
federal laboratories, and none of the other technologies are used.

In this study, the genomes of several B. pseudomallei strains were analyzed to
identify a candidate protein for detecting patients exposed to B. pseudomallei.
Among the selected proteins, the Burkholderia lethal factor 1 (BLF-1) was amplified,
cloned, expressed, and purified as a Hise-tag, and then tested to detect antibodies in
a melioidosis patient’s serum. Initial results obtained by Western blot with denatured
protein and a serum from a melioidosis patient were not encouraging, although other

alternatives are being tested.
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