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Hemileia vastatrix is the biotrophic fungus that causes coffee rust, the disease with 

the greatest impact and economic importance of this product. The cultivation of the 

coffee in Mexico is of  great relevance because our country is one of  the main 

producers  worldwide, particularly of the organic coffee. Oaxaca is one of the main 

coffee producing states in the country and, as in the rest of the world, it has been 

strongly affected by the action of this fungus. Knowledge of the genetic diversity of H. 

vastatrix is of great importance since it is  determining factor of its infection capacity. 

The objective of this project was to analyze the genetic diversity of H. vastatrix from 

spore samples obtained from Pluma Hidalgo, Oaxaca. For this purpose, a genomic 

library  was  constructed  with  the  LSU  ribosomal  marker  obtained  from  its 

amplification by PCR, these products were cloned and the recombinant clones were 

characterized by sequencing. A genetic diversity analysis and the construction of a 

phylogenetic tree were performed with the data obtained . The results show a high 

genetic diversity both in the haplotype diversity calculation and in the phylogenetic 

analysis. These results coincide with those obtained with other ribosomal markers 

reported in the literature, and support the hypothesis suggested by other authors that 

H.  vastatrix suffered a bottleneck with a subsequent expansion of its population, 

which explains the great capacity of  this pathogen to infect  the different coffee 

varieties.  
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